Background Identification of lobar spontaneous intracerebral haemorrhage associated with cerebral amyloid angiopathy (CAA) is important because it is associated with a higher risk of recurrent intracerebral haemorrhage than arteriolosclerosis-associated intracerebral haemorrhage. We aimed to develop a prediction model for the identification of CAA-associated lobar intracerebral haemorrhage using CT features and genotype.
Introduction
About 85% of spontaneous intracerebral haemorrhages have no underlying macrovascular cause and are attributed to small vessel disease, mostly arteriolosclerosis with or without cerebral amyloid angiopathy (CAA). 1,2 CAA affects cortical and leptomeningeal vessels and is only associated with lobar intracerebral haemorrhage, 3, 4 whereas arteriolosclerosis can cause intracerebral haemorrhage anywhere in the brain.
Identification of CAA-associated intracerebral haemorrhage is important because it is associated with a higher risk of recurrent intracerebral haemorrhage and poststroke dementia than arteriolosclerosis-associated intracerebral haemorrhage, 5,6 and might increase the risk of intracerebral haemorrhage in patients taking antithrombotic drugs. 7 Criteria to rule out CAA underlying intracerebral haemorrhage would allow clinicians to be more confident about the use of antithrombotic drugs; 2,7 ruling in CAA underlying intracerebral haemorrhage would provide important prognostic information.
The MRI-based modified Boston criteria have excellent sensitivity and good specificity for CAA. 8 However, MRI
